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Overview

• Ways to obtain AlphaFold predictions

• How to assess AlphaFold predictions

• Example: running AlphaFold on Google Colab

• Some practical examples

• Multimer predictions – finding interacting proteins

• Ligands and Binding sites

• Construct design

• Servers to help interpret the results



Ways to Obtain AlphaFold Predictions

• AlphaFoldDB

• AlphaFold via Google Colab

• Computer cluster

• Install locally

Highly accurate protein structure prediction with AlphaFold.
Jumper J, Evans R, Pritzel A, et al. 2021 Nature 596:583-589.

https://www.nature.com/articles/s41586-021-03819-2


AlphaFold DB   - https://alphafold.ebi.ac.uk

Tunyasuvunakool et al., (2021) Nature 596: 590–596





AlphaFold’s Assessment of Model Quality

predicted Local Distance Difference Test 

PAE

Predicted Aligned Error

































PEX4:PEX22 heterodimer 



PEX4:PEX22 heterodimer
PDB vs Alphafold model

PDB 6xod – Traver et al., (2022) Front Cell Dev Biol 10: 838923
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van Kempen et al., 2022. bioRxiv https://doi.org/10.1101/2022.02.07.479398

https://search.foldseek.com/search
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Conclusions

Exciting times

Easy to access structures  

New creative ways of using structure predications

Predictions are great hypotheses 
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