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Statistical decomposition:
Nature Methods, April 2019; 
https://github.com/KChen-lab/Texomer
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Systems biological target discovery:

Ken Chen lab, MD Anderson Cancer Center, kchen3@mdanderson.org, 
https://sites.google.com/site/kchengenomics/Home
https://github.com/KChen-lab, many single-cell bioinformatics tools
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